Key indicators: single-crystal X-ray study; T = 291 K; mean (C-C) = 0.010 Å; R factor = 0.061; wR factor = 0.175; data-to-parameter ratio = 16.8. 
In the title dinuclear complex, [Cu 2 (C 14 H 20 ClN 4 O)ClO]Á-3H 2 O, one Cu II cation assumes a distorted square-planar coordination geometry and the other a distorted squarepyramidal coordination geometry. Both Cu II cations are N,N 0 ,O-chelated by one arm of the 2,6-bis[(2-aminoethyl)iminomethyl]-4-chlorophenolate anion, and one oxide anion bridges the two Cu II cations, forming a dinuclear complex. One of the Cu II cations is further coordinated by an Cl À anion in the apical direction. In the crystal, lattice water molecules are linked with the complex molecule via O-HÁ Á ÁCl hydrogen bonds while O-HÁ Á ÁO hydrogen bonding occurs between lattice water molecules , forming threedimensional network structure.
Related literature
For the synthesis, see: Gagne et al. (1981) . For a related oxygen anion-bridging complex, see: Olmstead et al. (2011) . For the biological activity of Schiff bases, see: Raman et al. (2007) ; Hao et al. (2006) . For the biological properties of binuclear complexes, see: Tian et al. (2007) ; Anbu et al. (2009) Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. (Raman et al., 2007; Hao et al., 2006) . Researches show that binuclear complexes have good biological properties (Tian et al., 2007; Anbu et al., 2009) . Several proteins in vivo contain transition metal centers, especially, the Cu(II) centers (Dede et al., 2009; Veysel et al., 2003) . Thus, in this paper, we report on the synthesis and the crystal structure of a new binuclear copper complex.
Chlorido{µ
Although a similar complex has been reported in the literature (Asokan et al., 1995) , however, the title complex has different substituent in the phenoxid group and counter anion with the reported complex. The crystal structure of the title complex is shown in Fig.1 Å. The basal plane is composed of two imino nitrogen atoms, one phenoxide atom and one oxygen anion derived from the solvent of H2O with a mean plane derivation of 0.016 Å. This oxygen anion bridged structure is also found in a dinuclear complex which was obtained by a similar experimental condition (Olmstead et al., 2011) . Experimental 2,6-Diformyl-4-chlorophenol was prepared according to the literature methods (Gagne et al., 1981) . 2,6-Diformyl-4-chlorophenol (0.25 mmol, 0.046 g) in absolute methanol (10 ml) was added to a methanol solution (10 ml) containing 1,3-propanediamine (0.5 mmol, 0.037 g). The solution was stirred vigorously for 2 h at room temperature. Afterwards, a methanol solution (10 ml) of CuCl 2 .2H 2 O (0.5 mmol, 0.085 g) was added dropwise, the mixture was stirred for a further 6 h at ambient temperature. The dark-green block-shaped crystals suitable for X-ray structure analysis were obtained by evaporating the methanol solution of the complex over a period of one month. 
Computing details
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT (Bruker, 2000) ; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008 A view of (I), showing the labeling of the non-H atoms and 30% probability ellipsoids. H atoms have been omitted for clarity.
Chlorido{µ-2,6-bis[(2-aminoethyl)iminomethyl]-4-chlorophenolato}-µ-oxido-dicopper(II) trihydrate
Crystal data Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

